Nannochloropsis oceanica strains BR2 and KB1 are microalgal isolates from brackish water in the Brisbane River and a coastal rock pool at the Sunshine Coast in Australia which display superior productivity at high temperatures. We used long-read sequencing to sequence their genomes and to facilitate elucidation of loci associated with these traits.
oceanica LAMB2011 (GenBank accession number GCA_004519485) genome, giving 32 chromosomes for both strains, including complete, circular mitochondrial (BR2, 38,000 bp; KB1, 38,007 bp) and plastidial (BR2, 122,624 bp; KB1, 130,867 bp) sequences (11) . The final genome sizes were 27.70 Mb (GϩC content, 53.61%; 96ϫ coverage; 1,111 gaps) and 27.05 Mb (GϩC content, 53.54%; 44ϫ coverage; 1,080 gaps) for BR2 and KB1, respectively. Average nucleotide identity was computed with OATu, with 99.4% (BR2) and 99.3% (KB1) similarity to LAMB2011 (12) . Thus, the isolates were assigned to the species Nannochloropsis oceanica. Data availability. Assemblies were deposited under the GenBank accession numbers GCA_009014725 (BR2) and GCA_009014695 (KB1). The BioProject accession number is PRJNA566059, and the SRA accession numbers are SRR10158724 (BR2) and SRR10158723 (KB1).
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